Tissue

id : Long

type : String

name : String
description : String
organ : String

developmentStage : String

sex : String
cellType : String
cellLine : String
supplier : String
histology : String

Protocol

id : Long
name : String
type : String

description : String

CMAPOnNtology
Relationship

relationshipType : String

+parentRelationships
0..n

+childRelatiopships
0..n

<<Interface>>
ExpressionLevel

+expressionLevel

+level

+expressionExperiment

+expressionExperiment

Target

id : Long
targetName : String
targetType : String

+targets

1..n

+targets

1..n

ESTExperiement

SAGEExperiment

Expression
Experiment
type : String
id : Long

+expressionExperiments

<<igngred>>

+cmappPntologys +expressables Expression
0..n
Feature
CMAPOnNtology Expression +expressionFeature
2 g MeasurementArray <<lInterface>> id : Long
' . Expressable 1
name : String
0.n +childRefationships
+expressionMeasurementArrays 0.0
i i i Organ
Disease +childRelationships Re?ati onship +organs
Relationship 0..n 0.n
relationshipType : String relationshipType : String
Pathway ' 0.n
+expressionMeasurements
L . . .
Taxon id : Long . 0..n + parentRelationshins parentRelationships
name : String +pathways . 0..n
id : Long displayValue : String on Expression . ;
scientificName : String pathwayDiagram : String Measurement +d'se"éses Disease
commonName : String +taxon ..n 1 Long +disease
+tissue el & S 1 name : String 1
1 ethnicityStrain : String +genes <<|nterface>>
1.n Relationable
+disease
+genes
Chromosome Fgenes g e 1
+genes 1..n -
id : Long 1 G
name : String 0..n ene
) +chromosome +genes id : Long
Protein 1y name : String +parentRelatianships ~ +ontologables  +childRelationships
Lib id : Long +proteins title : String +homoSapienGenes o1 Eun o1
Itbrary genelnfold : String o.n GeneAlias +gene dbCrossRefs : Hashtable 1.0 <<Interface>>
id : Long protei.nlrjfold : Lgng 1 locusLinkSummary : String N . Ontologable Protocol
name : String description : String _ id : Long +geneAliases 1mcr)]use enes Association
description : String +prote|nHor‘%ologs type : String 0..n h
unigeneld : Long N description : String id : Long
keyword: String ProteinHomolog name : String protocolld : Lor‘19
clonesToDate : Long conceptid : String
sequencesToDate : Long proteinHomologld : Long imtCode : Long
rSitel : String — alignmentLength : Long GoOntology ctepName : String
rSite2 : String similarityPercentage : Long - diseaseSubCategory : String
labHost : String id : Lolng _ diseaseCategory : String
type : String +g0Ontelogys name : String
o .
creationDate : String +SNPs mapLgcations 0..n
cloneVector : String 0..n 1..n
cloneVectorType : String SNP ManL - +goOnt(z)Io?]ys
: Stri a ocation .
cIonePr(?duc?r : String ' P +sequenices
relatedLibraries : Hashtable |dﬁ: Lo.ng id : Long 0.n
0 set: tong type : String
score . ong location : String Sequence
+library basel : Strfng
1 base2 : String - Lang
+sequences type : String
accessionNumber : String +childRelationships ~ \+parentRelationships
1.n length : String 0..n 0..n
asciiString : String +geneHomoloys
0..n GoOntology
Relationship
+clones
| 0 GeneHomolog
Clone - relationshipType : String
geneHomologld : Long
id : Long urlReference : String []
name : String similarityPercentage : Float
accessionNumber : String
description : String
version : String
cloningSite : String +sequenceClone
insertSize : String 1 ReadSequence
cloneStrain : String ‘
id: Long Consensus Contig
Sequence
+consensusSequence +contig :
L id : Long
it id : Lon i
clonel +readSequences ¢ 1 1 contiglength : Integer
0..n
+traceFiles +traceFiles
1..n 0..n
TraceFile

id :

traceFileName : String
byteArray : byte[]

+traceFile
Long 1

+agents
0..n
+anomalys
on Anomaly
id : Long
anomalyDescription : String
+anomalys
0..n
Organ
id : Long
name : String
conceptld : Long
+organ +histopathologys
1 0..n
+histopathologys +histopathology
0..n 1

Histopathology
+histopathologys

o.n id : Long
+clinicalTrialRrotocols
0..n
+protocolAssociations +clinicalTrialProtocols
l.n 0..n

Agent

id : Long

agentName : String
source : String

comment : String
iISCMAPAgent : Boolean
agentNSCNumber : Long
evsld : String

+agents
1..n

+clinicalTrialProtocols
1..n

ClinicalTrialProtocol

id : Long
documentNumber : String
title : String

phase : String
participationType : String
treatmentFlag : String
nihAdminCode : String
currentStatus : String
currentStatusDate : Date
leadOrganizationld : String
leadOrganizationName : String
piName : String
reviewerName : String
pdgldentifier : String

caBIlO v1.0




